In the title complex, [CoCl(C 44 H 28 N 4 )(C 5 H 5 N)]Á0.5CHCl 3 or [Co III (TPP)Cl(py)]Á0.5CHCl 3 (where TPP is the dianion of tetraphenylporphyrin and py is pyridine), the average equatorial cobalt-pyrrole N atom bond length (Co-N p ) is 1.958 (7) Å and the axial Co-Cl and Co-N py distances are 2.2339 (6) and 1.9898 (17) Å , respectively. The tetraphenylporphyrinate dianion exhibits an important nonplanar conformation with major ruffling and saddling distortions. In the crystal, molecules are linked via weak C-HÁ Á Á interactions. In the difference Fourier map, a region of highly disordered electron density was estimated using the SQUEEZE routine [PLATON; Spek (2009) , Acta Cryst. D65, 148-155] to be equivalent to one half-molecule of CHCl 3 per molecule of the complex.
Related literature
For general background on cobalt porphyrin species and their applications, see: Sanders et al. (2000) . For the synthesis of Co(II) tetraphenylporphyrin, see: Madure & Scheidt (1976) . For metalloporphyrins used as biomimetic models for haemoproteines, see: Dhifet et al. (2010) ; Mansour et al. (2010) . For the structures of related compounds, see: Ali et al. (2011) ; Goodwin et al. (2001) ; Hodgson et al. (2002) ; Iimuna et al. (1988) ; Jentzen et al. (1997) ; Konarev et al. (2003) ; Mikolaiski et al. (1989) ; Sakurai et al. (1976) ; Shirazi & Goff (1982) ; Toronto et al. (1998) . For the Cambridge Structural Database, see: Allen (2002) . For details of the SQUEEZE routine in PLATON, see: Spek (2009) .
Experimental
Crystal data [CoCl(C 44 Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg3, Cg6, Cg9, Cg11 and Cg12 are the centroids of the N2/C6-C9, N3/ C11-C14, Co/N1/C4-C6/N2, N5/C45-C49, C27-C32 and C33-C38 rings, respectively. Data collection: CrysAlis PRO (Agilent, 2010 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SIR2004 (Burla et al., 2005; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPIII (Burnett & Johnson, 1996) and ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. As part of a systematic investigation of metalloporphyrins used as biomimetic models for hemoproteines, several iron and cobalt porphyrin complexes has been characterized by our group (Dhifet et al., 2010; Mansour et al., 2010) . Cobalt porphyrin species and their applications have been discussed by (Sanders et al., 2000) . The chlorido cobalt(III) porphyrin derivative [Co III (TPP)Cl] (TPP is the dianion of the tetraphenylporphyrin) has been known for many decades (Sakurai et al., 1976) but to the best of our knowledge no crystal structure of a mono or dichlorido Co(III) metalloporphyrin is reported to date. This is also the case for mono-pyridine or bis-pyridine Co(III) porphyrins. A search of Cambridge Structural Database (CSD, version 5.31; Allen, 2002) reveals: (i) only two mixed-axial ligands Cl-Co(III)-X (X = H 2 O or EtOH) porphyrin structures; (CSD refcodes GAMTAP; Iimuna et al., 1988 and PUCNUW; Toronto et al., 1998, respectively (Shirazi Goff, 1982) . Complex (I) presents a peak at 9.13 p.p.m. attributed to the β-pyrr protons, which is an indication that our derivative is a diamagnetic cobalt(III) meso-porphyrin species.
We report herein on the molecular structure of the title compound, a mixed-ligand py-Co(III)-Cl tetraphenylporphyrin species [Co III (TPP)Cl(py)]. In this complex, the cobalt is coordinated to the four N atoms of the porphyrin ring, the chloride ion and the nitrogen atom of the pyridine axial ligand (Fig. 1) . It has been noticed that there is a relationship between the ruffling of the porphyrinato core and the mean equatorial Co-N p distance; the porphyrinato core is ruffled as the Co-N p distance decreases (Iimuna et al., 1988) . Thus, for the very ruffled structure [Co core with a major ruffling and saddling distortions of 52% and 39%, respectively.
The crystal packing is stabilized by weak C-H······π interactions (Table 1 and 
Refinement
Hydrogen atoms were placed in calculated positions and refined as riding atoms: C-H = 0.95 Å with U iso (H) = 1.2 U eq (C). In a final difference Fourier map highly disordered electron density occupying two cavities of ca 389 Å 3 each was observed. This residual electron density was difficult to model and therefore, the SQUEEZE routine in PLATON (Spek, 2009 ) was used to eliminate this contribution of the electron density in the solvent region from the intensity data. The solvent-free model was employed for the final refinement. It was estimated that each cavity contains 59 electrons which corresponds to a solvent molecule of chloroform as suggested by chemical analysis, or half a molecule of CHCl 3 per molecule of complex.
Computing details
Data collection: CrysAlis PRO (Agilent, 2010 ); cell refinement: CrysAlis PRO (Agilent, 2010) ; data reduction: CrysAlis PRO (Agilent, 2010); program(s) used to solve structure: SIR2004 (Burla et al., 2005; program(s) used to refine structure:
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